: In a coomassie stained 15% SDS-PAGE analysis of murine vWFA2, it shows a different migration behaviour under reducing and non-reducing conditions, respectively; indicating that a disulphide bridge formed by the two cysteines is present (a). In addition, under non-reducing conditions also a band at a molecular weight corresponding to a dimer is present. (b) Amino acid sequence of the investigated construct. Residues underlined and in italic font at the N-terminus belong to the intein tag. The two cysteines forming the disulphide bridge are labelled in orange (residues 1049 and 1235). N1110 is potentially glycosylated. 
Figure S5
CD spectroscopy of vWFA2. CD spectroscopy shows that the overall fold at 25°C and 37°C is identical and the percentages of secondary structure elements are in very good agreement with the crystal structure with 34 % α-helix and 19 % β-sheet structures.
Figure S6 Cell adhesion of fibroblasts to vWFA2.
The effect of cell adhesion of fibroblasts was investigated by using different vWFA2 mutants. Mutations that show in combination a diminished binding of vWFA2 to fibroblasts due to interference with protein-protein-interactions are shown in (a). Mutations, that have also been tested in cell adhesion assay but which do not interfere in binding of vWFA2 since they are distant to the interaction site are shown in (b). (c) Residues within 10 Å of the N-/C-terminus, the RGD motif and the type I collagen binding site are differently coloured to estimate the potential steric demands of these interactions. This shows that the direct surrounding of R1225 is not involved in any of these interactions which could reflect the hitherto unknown interaction site. (d) An antibody against β1-integrin (P5D2) shows a reduction of binding whereas an αV integrin (272-17E6) antibody does not interfere with cell binding in the cell adhesion assay. Error bars for cell adhesion plots represent the standard deviation of a triplicate measurement.
Figure S7
Differences in surface accessible amino acids near the RGD motif of vWFA2. Surface representation of murine vWFA2 with the amino acids of the RGD motif labelled in red. Residues labelled in gray are identical between human and murine vWFA2 domain whereas amino acids labelled in yellow are different showing that the surrounding of the RGD motif is quite conserved between the two species. Sequence identity between the two molecules is 80%.
